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Tun: Proteobacteria
Knacc: Alphaproteobacteria
[Mopagok: Pukketcum

[oBapa Rickettsia prowazekii
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Methanopyrus kandleri Methanobrevibacter smithii
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Lokiarchaeota SPANG ET AL.
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"Asgard" Katarzyna Zaremba-Niedzwiedzka et al. 2017
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